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SARS-Cov-2 Genomes Dataset
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SARS-Cov-2 (n= 42.976) > SARS-Cov (n= 66)

SARS-Cov-2 has a mutation rate of 1.96 x 10-3 substitutions per site per year slightly
lower than 2.38 x 10-3 substitutions per site per year observed in SARS-Cov. Both
estimates are in line with those of other known (+)ssRNA viruses.
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Clustering of SARS-CoV-2: July/August Geographic patterns, evolution and more, see: https:/www.biorxiv.org/content/10.1101/2020.06.26.172924v2
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Functional annotation: CORGAT -
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Italy is among the countries with the lowest number of genomes sequenced per 100 cases

genomes per 100 cases
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GISAID - Italia genomi SARS-CoV-2 genomessequencing, in Italy
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